A 



Sr 260 



hcarg 10-174 



hcarg 10 -ic hcarg 2c-t3 » 2c-t7 



Sr 285 hcarg 825 



Hypertcnaion-related, calcium- regulated cDNA (1100 bp) 



B Y 

-131 bcACGAGCCACAGCCAGCTACCGCGGCTAGGTTCCTCCAGGTGCAGAGGGCG "SO 
GTAAAGGCTTGGTTTGTATTTGTAATCf AACTGTGGTTAGGACCTTCTCTTCGGACT -1 



ATG 
Met 


TCT 
Ser 


GCT 
Ala 


TTG 
Leu 


GGG 
Gly 


GCT 
Ala 


GCA 
Ala 


GCT 
Ala 


CCA 
Pro 


TAC 
Tyr 


TTG 
Leu 


CAC 
His 


CAT 
His 


CCC 
Pro 


GCT 
Ala 


GAC 
Asp 


AGT 

Ser 


CAC 
His 


AGT 
Ser 


GGC 
Gly 


60 


CGG 
Arg 


GTC 
Val 


AGT 
Ser 


TTC 
Phe 


CTG 
Leu 


GGT 
Gly 


TCC 
Ser 


CAG 
Gin 


CCC 
Pro 


TCT 
Ser 


CCA 
Pro 


GAA 
Glu 


GTG 
Val 


ACG 
Thr 


GCC 
Ala 


GTG 
Val 


GCT 
Ala 


CAG 
Gin 


CTC 
Leu 


TTG 
Leu 


120 


AAG 
Lys 


GAC 
Asp 


TTA 
Leu 


GAC 
Asp 


AGG 
Arg 


AGC 
Ser 


ACC 
Thr 


TTC 
Phe 


AGA 
Arg 


AAG 
Lys 


TTG 
Leu 


TTG 
Leu 


AAA 
Lys 


CTT 
Leu 


GTA 
Val 


GTC 
Val 


GGG 
Gly 


GCC 
Ala 


CTG 
Leu 


CAT 
His 


180 


GGG 
Gly 


AAA 
Ly3 


GAC 
Asp 


TGC 
Cys 


AGA 
Arg 


GAA 
Glu 


GCT 
Ala 


GTG 
Val 


GAG 
Glu 


CAA 
Gin 


CTT 
Leu 


GGT 
Gly 


GCC 
Ala 


AGC 
Ser 


GCC 
Ala 


AAC 
Asn 


CTG 
Leu 


TCA 
Ser 


GAA 
Glu 


GAG 
Glu 


240 


CGT 
Arg 


CTG 
Leu 


GCC 
Ala 


GTC 
Vai 


CTG 
Leu 


CTG 
Leu 


GCG 
Ala 


GGC 
Gly 


ACA 
Thr 


CAC 
His 


ACC 
Thr 


CTG 
Leu 


CTC 
Leu 


CAG 
Gin 


CAG 
Gin 


GCT 
Ala 


CTC 
Leu 


CGG 
Arg 


CTG 
Leu 


CCC 
Pro 


300 


CCT 
Pro 


GCT 
Ala 


AGT 
Ser 


CTA 
Leu 


AAG 
Lys 


CCA 
Pro 


GAT 
Asp 


GCC 
Ala 


TTC 
Phe 


CAG 
Gin 


GAA 
Glu 


GAG 
Glu 


CTC 
Leu 


CAG 
Gin 


GAA 
Glu 


CTT 
Leu 


GGC 
Gly 


ATT 
lie 


CCT 
Pro 


CAG 
Gin 


360 


GAT 
Asp 


CTA 
Leu 


ATT 
lie 


GGA 
Gly 


GAT 
Asp 


TTG 
Leu 


GCC 
Ala 


AGT 
Ser 


TTG 
Leu 


GCA 
Ala 


TTT 
Phe 


GGG 
Gly 


AGT 
Ser 


CAA 
Gin 


CGC 
Arg 


CCT 
Pro 


CTT 
Leu 


CTC 
Leu 


GAC 
Asp 


TCT 

Ser 


420 


GTA 
VaX 


GCC 
Ala 


CAA 
Gin 


CAG 
Gin 


CAG 
Gin 


GGA 
Gly 


TCC 
Ser 


TCG 
Ser 


CTG 
Leu 


CCT 
Pro 


CAC 
His 


GTG 
Val 


TCT 
Ser 


TAC 
Tyr 


TTC 
Phe 


CGG 
Arg 


TGG 
Trp 


CGG 
Arg 


GTG 
Val 


GAC 
Asp 


480 


GTG 
Val 


GCC 
Ala 


ATC 
He 


TCA 
Ser 


ACC 
Thr 


AGC 
Ser 


GCT 
Ala 


CAG 
Gin 


TCC 
Ser 


CGC 
Arg 


TCC 
Ser 


CTG 
Leu 


CAA 
Gin 


CCG 
Fro 


AGT 
Ser 


GTT 
Val 


CTC 
Leu 


ATG 
Met 


CAG 
Gin 


CTG 
Leu 


540 


AAG 
Lys 


CTC 
Leu 


ACA 
Thr 


GAT 
Asp 


GGA 
Gly 


TCT 
Ser 


GCA 
Ala 


CAC 
His 


CGC 
Arg 


TTC 
Phe 


GAG 
Glu 


GTG 
Val 


CCC 
Pro 


ATA 
lie 


GCC 
Ala 


AAA 
Lys 


TTT 

Phe 


CAG 
Gin 


GAG 
Glu 


CTG 
Leu 


600 


CGG 
Arg 


TAC 
Tyr 


AGT 
Ser 


GTA 
Val 


GCC 
Ala 


TTG 
Leu 


GTC 
Val 


CTT 
Leu 


AAG 
Lys 


GAG 
Glu 


ATG 
Met 


GCA 
Ala 


GAA 
Glu 


CTG 
Leu 


GAG 
Glu 


AAG 
Lys 


AAG 
Lys 


TGT 
Cys 


GAG 
Glu 


CGC 
Arg 


€60 



AAA CTG CAG GAC TCA CTGAACCCTGGTACTGTGGGTGCTGAAGCTGGTACCAGAACACAGCCCCCCACTGGTGA 7 34 
Lys Leu Gin Asp TER 

TGAGCCCAACTCCATTGAGGTCCTGCATCTGAGAACGTATTTTAAGTGAAAAGACAGCGGGACTT^ 813 
ATGAGTCAACAGCTCGGCAGGGTGGCACAGTTTATAATCTCAGCCCTTGGAAGTCTGAGGCTGGAGAATCX^^^ 892 
AGCTGGGCCTGGCTTTCATAGTGAGGCTCAGTGTCGAATTAAAGAGGTAAAGC AACTATTAAAAAAAAAAAAAAAAA 
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